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1 Introduction
This document reports on the …
2 A metadata schema to integrate the data

- describe the file related metadata 
- describe the biomoby types

- describe how the metadata is used, e.g. search in both DMS and Repo (e.g. for finding services that can be used for a specific datatype etc.)
3 GridR user interfaces

- describe especially how it is integrated with the rest of the environment, wf, portal etc.
3.1 The GridR R-package

content
3.2 The GridR Portlet

content

3.3 The ACGT GridR service

content

4 Workflow Environment
· describe the workflow and service search

· describe the workflow suggestion

· describe the workflow execution inside the portal using the Repo

5 Interactive visualization components
Content

5.1 Visu tools

content

5.2 R based visualization

· R scripts containing visu commands

· visu inside the gridr applet

5.3 Portal based visualization

· visu in the portal (file browser)
5.4 UMA visualization tool?

6 Specific biostatistical R routines (chavl) to demonstrate the integration of R into ACGT using GridR

Content

7 Specific Portlets for more specialized analysis tasks

Content

7.1 Heading2
content

Heading3
content
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Appendix 1 - Abbreviations and acronyms

Order alphabetically
	SOA
	Service Oriented Architecture

	WSDL
	Web Service Definition Language

	SOAP
	Simple Object Access Protocol

	UDDI
	Universal Description Discovery and Integration

	XML
	Extensible Markup Language

	BPEL
	Business Process Execution Language

	VO
	Virtual Organisation

	SCUFL
	Simple Conceptual Unified Flow Language

	API
	Application Programming Interface

	URI
	Uniform Resource Identifier

	RDF
	Resource Description Framework

	DMS
	Data Management System

	
	

	
	

	
	

	
	

	
	


































































�To be updated


�FHG, UMA


�FHG


�UMA


�FHG


�FORTH


�Uni Amsterdam


�FHG


�FHG


�UMA?


�INRIA


�e.g. the scenario George Potamias presented in Crete


�To be updated


�To be updated
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