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Genes most often selected in classifiers; prop. of Affy samples (train set): 0
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Genes most often selected in classifiers; prop. of Affy samples (train set): 0.1
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Genes most often selected in classifiers; prop. of Affy samples (train set): 0.2
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Genes most often selected in classifiers; prop. of Affy samples (train set): 0.3
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Genes most often selected in classifiers; prop. of Affy samples (train set): 0.4

BECN1
NME3
CHAD
GATA3

C12orf10
MEMO1
C9orf116
PCDH1

RABEP1
DOK1
PVRL2

HDAC11
DNALI1
ADD1

HEXIM1
C11orf49
SLC39A6
MAGED2
C6orf211

MYB
FAM134B
EEF1A2
TPPP3
NFIB

IGF1R
CA12
PH−4

JMJD2B
BBS1
ESR1

1 2 3 4 5 6 7 8 9 10



●

●

●

●

●
●

●

●

●

●

●

● ●

●

●

●

●

●

V1 V2 V3 V4 V5 V6 V7 V8 V9 V10

0.
80

0.
85

0.
90

0.
95

1.
00

AUC=f(#genes in classifier); prop. of Affy samples (train set): 0.5



Genes most often selected in classifiers; prop. of Affy samples (train set): 0.5
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Genes most often selected in classifiers; prop. of Affy samples (train set): 0.6
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Genes most often selected in classifiers; prop. of Affy samples (train set): 0.7
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Genes most often selected in classifiers; prop. of Affy samples (train set): 0.8
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Genes most often selected in classifiers; prop. of Affy samples (train set): 0.9
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Genes most often selected in classifiers; prop. of Affy samples (train set): 1

C6orf211ATPIF1LTBP3ABCA3SLCO2B1ZNF688TSPAN5VPS37CHARS2SLC25A14TMEM123MRPS34KIAA0999SKIV2L2GATA3ATP5HICA1ACTBTTC19NDUFAF1FGFR3NDUFV2CETN2SIGIRRCDK7CIB1UBAP1IFT122RIC8AZYXENO1REEP5SIL1COX17GPKOWFBXW4TDRD7ATG12ZMYND8GATAD1PPP2R5DCYB5R1NSFPSMC5EFHC1ZNF148CHMP4AGMEB2C21orf59PIH1D1DYNLRB1LCMT2IRX5MAGED2FLNBCNOT2NAT1PTP4A2PH−4C14orf79DOK1C11orf49TMEM80C9orf116COL4A3BPNECAB3C5orf15CA12HEXIM1RABEP1U1SNRNPBPEEF1A2TEX264CDC42EP1IGF1ROCEL1DNALI1CHMP2AMYBBBS1TPPP3TMBIM4FAM134BADD1JMJD2BESR1
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Genes most often selected in classifiers vs. prop. of Affy samples (train set)

INDOIKSPATA20AATFRANBP3IL7RUBE2E3EDF1CCNB2SDC4RP5−1077B9.4VPS33BCFDNSFL1CGIGYF2RARGATP1A1CUEDC1LRRC8DPPAP2BBCAMRANBP1BTG3CTNNA1NT5DC2DDX41C20orf4ATPIF1PPP2CAGMNNPCK2PRKCDMCRS1CXADRNFICKBTBD2PURARECQLAPPCEP170KARSUROSXPAETV5AOF2AHSA1FAM102ANEK11ARAFSFRS1SLCO2B1SERPINA5DHRS2SURF1STMN1CIAPIN1PIK3R4ZNF688EVLWDR73CRIP1ATP6V1G1PDPK1ITPK1TSPAN5CDC123CDK2AP2LDHBZNF768BLOC1S1CSTF1KRT18B3GNT1ARF3AP2B1HARS2SLC25A14NDUFS8ADCY9NAE1XKR8SCAMP4TOB1TCEAL4MELKSCPEP1FAM63AVAT1KIAA0999ADCY6SKIV2L2LASS6BCAS4NKAIN1SLC9A3R1ATP5HFBP1ICA1PIGTLMAN2SERPINA3ACTBLAMB2TTC19PRNPCIRBPNDUFV2CETN2GPSN2CDK7HMGCS2IFT122IGFBP4ST6GALNAC2ZYXABCA3UBAP1SIAH2NDUFAF1GPKOWFBXW4MRPS34TRIM38RARRES1VPS37CCIB1TDRD7TSPAN31COX17ZMYND8CHD1LGATAD1FCGRTPPP2R5DCPB1COPS7ASIL1ATG12LTBP3NSFREEP5TNFRSF21C2orf27GMEB2AGR2NME3TCTN1SLC44A4DYNLRB1C21orf59CYB5R1SCUBE2TFF1LCMT2PIH1D1BECN1B9D2ADSLPALMZNF148CHMP4ARIC8AMYO10EML2CNOT2SIGIRRPNKPSPOPPTP4A2EGLN2CCT4PSMC5TSPAN1ILF2TMEM80G6PC3TMEM123IRX5C20orf149EFHC1NAT1FGFR3NECAB3ENO1C14orf79FLNBBHLHB2OCEL1PCDH1C5orf15CDC42EP1C12orf10MED25U1SNRNPBPPVRL2GATA3CHADMEMO1TEX264RABEP1CHMP2ADNALI1TMBIM4COL4A3BPSLC39A6DOK1MAGED2C9orf116HDAC11HEXIM1C11orf49C6orf211MYBEEF1A2NFIBIGF1RADD1TPPP3FAM134BCA12PH−4JMJD2BBBS1ESR1
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AUC=fy(#genes in classifier)*fx(prop. of Affy samples in train set)
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